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(Figure 3.3). These oligonucleotides were similar in design to the 
oligonucleotides used by Tessier et al., with minor modifications made to the 
oligonucleotides to incorporate the sequences corresponding to the two PCR 
pnmers. 
Single stranded ligations in both RNA ligase buffer from NEB (2.2.15) and 
Tessier's single-stranded ligase buffer, with and without MnCh (2.2.17/2.2.18) 
and with acceptor:donor ratios of both 5:1 and 2.5:1 were attempted at 37°C. In 
all cases, the ligations contained 16% PEG and 1 units of RNA ligase. None of 
the ligations yielded a product distinct from the negative (- ligase) control (data 
not shown). 
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